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 STB nuclei and their correspondence with hu m cell (hTSC)-derived STB. Furthermore, we ider
e n s through their gene regulatory networks and exp ed their function in hTSC and trophoblast organoi
insights into the heterogeneity of human STB and represent a valuable resource for interpreting associated pregnancy complications.

lerived STB. Together, our data provide
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Nucleic Acids Cnot8 driven embryonic pluripotency transition.
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Abstract: Mammalian early epiblasts at different phases are characterized by naive, formative, and primed pluripotency states, involving extensive transcriptome changes. Here, we report tha
i aive to formative state. Knock out (KO) Cnot8 re
ormal ESCs, Cnot8 KO cells hig

KO embryonic stem cells (ESCs) could be establishe
Yl into the formative state, including several hundred n:
on of the selected genes of naive
ing their poly(A) tail lengths and h
and the binding of Cor4-Not complex,
and is essential for naive-to~formative pluripotency transition.
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